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Fig. S1 Full-scan mass spectra of the eleven analytes. The selected ions corresponding to compounds 1-11 were monitored at m/z 431.0, 415.1, 445.1, 547.1, 415.1, 430.7, 461.0, 267.1, 253.0, 269.1, and 298.8, respectively (i.e., 3’-hydroxy puerarin, puerarin, 3’-methoxy puerarin, puerarin xyloside, daidzin, genistin, tectoridin, ononin, daidzein, genistein, and tectorigenin).
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